
 

GGAfrica2025 bacterial genome sequencing 

General Eligibility 
 

• Applicants must be based within an established institute, organisation or 

university within Africa. 
 

• GetGenome will generate whole-genome (Illumina) sequences, subject to 

receiving good quality samples that pass all necessary quality control, of non-

pathogenic bacterial strains only.  
 

• You must be prepared to submit your live strains (not DNA) as the sequencing 

failure likelihood is unacceptably high when DNA is sent.  
 

• We will prioritise supporting active projects, with clear routes to impact. 
 

• Although we encourage any researcher to apply for our support, we especially 

encourage early-career researchers. 
 

• Please carefully consider GetGenome’s open-science policies before ticking the 

agreements on the application form – If you are not intending to publish your 

data, please do not apply. 
 

• Eligibility is informed according to current FCDO advice. 

 

Sample Eligibility 

• Bacterial strain eligibility is assessed on a case-by-case and we have lots of 

experience working with diverse bacteria.  
 

• If your strain appears on this list, we cannot accept it for this call - 
https://www.qub.ac.uk/directorates/EstatesDirectorate/UniversitySafetyService/FileStore/Filetoupload,792558,en.pdf 
 

• The list above is not exhaustive so do see the table below (which again is not 

exhaustive) which lists examples of species we have accepted previously.  

 

 

https://www.gov.uk/government/organisations/foreign-commonwealth-development-office
https://www.qub.ac.uk/directorates/EstatesDirectorate/UniversitySafetyService/FileStore/Filetoupload,792558,en.pdf


 


